
[bookmark: _GoBack]TABLE S1. 	Primer pairs used for qRT-PCR.  
	Transcript
	Accession #
	Forward
	Reverse

	

	Cyclophilin
	NM_008907
	CTTCTTGCTGGTCTTGCCATTCCT
	GGATGGCAAGCATGTGGTCTTTG

	
	
	
	

	Membrane remodeling (Lands Cycle)
	
	
	

	   PLA2g6
	NM_001199025.1
	AAACCCAAGGTGATGCTGAC
	CGGTGGCTTCAGGTTAATGT

	   iPLA2
	NM_026164.2
	CAGCTGCTCCAGGCTACTTT
	CTCTCATACCGTCCTGTGCC

	   LPCAT1
	NM_145376.5
	CACGAGCTGCGACTGAGC
	ATGAAAGCAGCGAACAGGAG

	   LPCAT2
	NM_173014.1
	ACCTGTTTCCGATGTCCTGA
	CCAGGCCGATCACATACTCT

	   LPCAT3
	NM_145130.2
	AGCCTTAACAAGTTGGCGAC
	ATGCCGGTAAAACAGAGCC

	   LPCAT4
	NM_207206.2
	GAGTTACACCTCTCCGGCCT
	GGCCAGAGGAGAAAGAGGAC

	Oxidation of Fatty Acids
	
	
	

	   COX1
	NM_008969.3
	GCTTGAAGCCTTACACCTCT
	TTCTTCAGTGAGGCTGTGTT

	   COX2
	NM_011198.3
	CATATTTGATTGACAGTCCACC
	GCTCCTTATTTCCCTTCACAC

	   5-LOX
	NM_009662.2
	GCGGGCTGTAGCGAGAAGCA
	CTCGCCCTCGCCTGTGATCC

	   12-LOX
	NM_007440.4
	CGCCCACCAGCAAGGACGAC
	GCGACCCAGGTGCCATGTGA

	   15-LOX
	NM_009660.3
	CCCCGGAGACCAGGGATCGG
	TCGCCGCCACGTTCAGGATT

	   CYP2C29
	NM_007815.3
	TCAGGTCTTTATCCACATCCCTCCC
	TGCTGGGTCTTGAGAGAAGAGGGT

	   CYP2C37
	NM_010001.2
	ACACGAGGCGTTTCTCACTC
	AGGGCTGCTCAGAATCTTTGT

	   CYP2C38
	NM_010002.3
	CACTATGGAGACAGAGGTCTA
	CCAAATACAGAGTGAAAACG

	   CYP2C40
	NM_010004.2
	CAAAGATGCCCAAACGCAA
	CAGAGTGAACACAGGGCCATA

	   CYP2C44
	NM_001001446.3
	TACGCTTGCTCTCCTGGTTT
	GGTCCTCTCCCAAGGAACTC

	   CYP2J5
	NM_010007.4
	GAAATGCAAAAGGACCCTGA
	GGACTCTCGGTCAGACAAGC

	   EPHX1
	NM_010145.2
	CCCCAAGACCCACGGCCTGA
	CCTCGCAGTGGCCACCGAAT

	   EPHX2
	NM_007940.4
	GCATTGTCACCAACAACTGG
	CTGTGTTGTGGACCAGGATG

	Sphingomyelin Synthesis
	
	
	

	   SPTLC1
	NM_009269.2
	CCTCCAACCCACAACATCGT
	TGCCAGGCGCTCTTCTAAAT

	   SPTLC2
	NM_011479.3
	ATTGGCGCCTTTGGAAGAGA
	GAGCACCAGAAAGGCTCAGT

	   SGMS1
	NM_001168525.1
	GAAATGAGGCGAACGAATGT
	CACCTTCTTGGGTGACCAGT

	   SGMS2
	NM_028943.5
	ACACGGCTGTTTTGGTGGTA
	CACCAAGCCCGAGACAAGAA














