Supplementary Table 1. Characterization of the 13 microsatellite loci used in this study.

_ Repeat 1;A # Size

Locus Primer Sequence (°C) alleles Range

MSP11 F: CACACCTAGATGGTGGTG (CA)22 52 25 210-264
R: CATTGTCAGCTTGCAGAC

SGMS06.2  F: TATACCCCTGCATAAGCCCTG (GATA);(GACA)4(GATA), 55 10 111-147
R: CCAGCCTGCACTTTTGTCC

BG18 F: CCATAACTTAACTTGCACTTTC (CTAT)17 54 10 124-164
R: CTGATACAAAGATGCCTACAA

TTD6 F: GGACTGCTTGTGATACTTGCT (CA)17 td 14 113-141
R: CATGCAGATGACTTTCAGCA

TTT1 F: GCAGTCCAGCCTTATTTCA (GATA)11(TAAA)s td 11 191-235
R: TCAGTGCTTCACTAACCTCTT

SG24 F: GAGCCTTCATTTCTGGCAGC (ATC)1s 60 21 127-203
R: GCTCTTTATTTCAAACAACTGTCTTCC

ADL230 F: GCCAAATAGTAATCCACTGC (TG)17 60 12 96-118
R: TCGCTCTTGCCATTGTAAGT

SG31 F: M13-GAACCGTTGTTTCTTCTGCC (AATG)11 60 9 135-167
R: AAACCTGTTCAGTTGTCATGTCC

TUD1 F: ATTTGCCAGGAAACTTGCTC (CA)14 59 16 193-233
R: AACTACCTGCTTGTTGCTTGG

TUT3 F: CAGGAGGCCTCAACTAATCACC (TATC)1a 60 6 152-172
R: CGATGCTGGACAGAAGTGAC

SGMS06.3  F: GGCGTTCAACACAGAAGCC (GATA)e 55 7 135-155
R: CTTTGCAGTTGAGCATGGC

BG6 F: AAAGAGGCAAGCACTCACAATG (GATA)1s 57 3 166-178
R: CCCTTGGAATATCCTTTAACAAAAC

SG27 F: M13-TGAACTCTTCACTGTCTAAAGGGG  (TC)ss 60 4 90-96
R

: TCACTCCCTAGGAACCTCCG




