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Primers for expression analysis by qRT-PCR 

DWF4 (At3g50660), CPD (At5g05690), TIP41 (At4g34270), SAND (At2g28390), and expressed 

protein (At4g33380) were selected for expression analysis by qRT-PCR.  DWF4 and CPD are 

involved in brassinosteroid biosynthesis, and their expression is subject to feedback inhibition, 

i.e. their expression is down-regulated by elevated brassinolide [1, 2, 3, 4].  TIP41, SAND, and 

At4g33380 were selected as reference genes based upon their documented stability of 

expression and successful use in qRT-PCR studies of roots [5, 6, 7, 8, 9].  Primers used, along 

with qRT-PCR efficiencies and R2 values determined from serial dilution calibration curves are 

as follows: 
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