[bookmark: _Toc322117857][bookmark: _GoBack]Table S2 Analysis of variance of disease severity values evaluated for replicate and genotype effect for each location. Heritability (H2) analysis shown in left two columns for each location as well as heritability evaluated across all locations used in this study. Locations include Central Ferry, WA (CF); Mount Vernon, WA (MV); Spillman Farm Pullman, WA (PU); Whitlow Farm Pullman, WA (WL); and Parker Farm Moscow, ID (UI). Dates include 2005-2006 (506), 2009-2010 (910) and 2010-2011 (1011)
	Location
	Effect
	df
	MS
	F-value
	P-value
	R2
	Coefficient of variance
	H2
	Standard error

	cf10
	Replicate
	2
	0.263
	33.5
	<.0001
	0.921
	42.5
	0.877
	0.0119

	
	Genotype
	267
	0.181
	23.1
	<.0001
	
	
	
	

	
	Error
	530
	0.00784
	
	
	
	
	
	

	ui11
	Replicate
	2
	0.322
	32.8
	<.0001
	0.909
	45.9
	0.791
	0.0228

	
	Genotype
	261
	0.113
	11.5
	<.0001
	
	
	
	

	
	Error
	307
	0.00981
	
	
	
	
	
	

	ui10
	Replicate
	1
	0.0000620
	0
	0.986
	0.746
	167.9
	0.493
	0.0463

	
	Genotype
	267
	0.0549
	2.95
	<.0001
	
	
	
	

	
	Error
	267
	0.0186
	
	
	
	
	
	

	mv06
	Unreplicated
	
	
	
	
	
	
	
	

	mv10
	Replicate
	2
	0.210
	33.2
	<.0001
	0.908
	42.5
	0.859
	0.0134

	
	Genotype
	267
	0.122
	19.4
	<.0001
	
	
	
	

	
	Error
	533
	0.00633
	
	
	
	
	
	

	pu11
	Replicate
	1
	0.00515
	1.06
	0.303
	0.945
	23.3
	0.890
	0.128

	
	Genotype
	267
	0.0829
	17.1
	<.0001
	
	
	
	

	
	Error
	267
	0.00485
	
	
	
	
	
	

	wl06
	Unreplicated
	
	
	
	
	
	
	
	

	wl10
	Replicate
	2
	0.0145
	2.23
	0.109
	0.946
	51.3
	0.919
	0.00810

	
	Genotype
	267
	0.228
	35.12
	<.0001
	
	
	
	

	
	Error
	534
	0.00648
	
	
	
	
	
	

	pu10
	Replicate
	2
	0.00522
	0.930
	0.397
	0.933
	44.9
	0.900
	0.00990

	
	Genotype
	267
	0.157
	27.9
	<.0001
	
	
	
	

	
	Error
	533
	0.0563
	
	
	
	
	
	

	Overall
	
	
	
	
	
	
	
	0.719
	0.0188




