
Figure S2

Illustration of searching known genes or gene products name and finding the genotype (gene) to 
phenotype (QTL) associations.  (a) Search for “Hd1” in POC database by selecting “Annotations” and 
“Exact Match” give five results from rice, of which four are QTL and one gene.  (b) Visit the detail 
annotation of any one QTL (e.g. CQAK3) for DTHD (days to heading).  (c) Visit the original QTL entry 
in the source database (e.g. Gramene.  In the Gramene QTL detail page, users can find more detail 
information about the associated gene often identified by fine mapping, map location of the QTL on the 
genetic map on which it was identified and the inferred position on the genome. The black arrow points 
to the sequential views a user will see while navigating from search to the annotation details. In order 
to find the gene to phenotype associations and detail information, the POC database encourages 
users to visit the source database.
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